Values indicate number of DE genes found and FDR between brackets

AvsB AvsD AvsC
Common 66 (36%) 62 (39%) 35 (34%)
Trended 53 (34%) 43 (35%) 9 (15%)
Tag: 0 df (35%) 48 (38%) (26%)
10 df 2 (35%) (38%) 4 (25%)
25 df 2 (35%) 8 (38%) 4 (25%)
estimation (inf.) 1 (34%) 5 (33%) 4 (25%)



