 Fit two models for each gene Model Fit

Genet Gene2

and assess by likelihood 1
ratio test
. HO = no infection effect T

. H1 = infection effect

* Where model including '
infection fits significantly 50- \
better that gene / tag is ! |
regulated in infection. | | .
« Examined each infection 0 .
over time against relevant c | c |

Condition

negative control
9 Regulated Not regulated
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